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Meeting Location
St.-Vinzenz-Haus
Nußbaumstraße 5, Munich

Wednesday, April 24th, 2024

Pre-meetings

09.00 - 10.00 ECR session | N.N.

10.00 - 11.00 Joint Session on Career Advancement | N.N.

11.00 - 12.00 Women in Genetics session | N.N.

12.00 - 13.00

13.00 - 14.00

14.00 - 15.00 Imaging Working Group | N.N.

15.00 - 17.00 Global Alliance in Acute and Long-Term Outcome & Aneurysm subgroup

19.00 Dinner
Schreiberei
Dienerstraße 20, Munich, www.schreiberei-muc.de
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Thursday, April 25th, 2024

08.00 - 09.00 Registration

Welcome

09.00 - 09.30 Welcome words and housekeeping | Rainer Malik, Martin Dichgans

09.30 - 09.45 ISGC update | Brad Worrall

Session 1

09.45 - 10.00 Deep whole-genome sequencing and analysis of 10K Chinese patients with 
ischemic stroke reveal complex genetic and phenotypic interplay | Si Cheng

10.00 - 10.15 Autozygosity is associated with ischemic stroke risk and outcome in the Copy 
Number Variation and Stroke Risk and Outcome Study (CaNVAS) | Kristina 
Schlicht

10.15 - 10.30 A comprehensive survey of clonal hematopoiesis of indeterminate potential 
(CHIP) events in the Prospective Urban and Rural Epidemiology (PURE) study 
| Michael Chong

10.30 - 10.45 GWAS of intracerebral haemorrhage in China Kadoorie Biobank identifies 
aldosterone as an independent risk factor | Robin Walters

10.45 - 11.00 Leveraging local ancestry to map cognitive function loci in diverse  
Hispanics/Latinos | Myriam Fornage

11.00 - 11.30 Break

Session 2

11.30 - 11.45 First results of the Munich Exome study | Rainer Malik
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11.45 - 12.00 The Brain Care Coalition: 10% reduction of stroke, dementia, and depression  
incidence in 10 years; 30% by 2050 | Jonathan Rosand

12.00 - 12.30 Key Note: Stefan Lichtenthaler

12.30 - 14.00 Lunch & Poster Session

Session 3

14.00 - 14.15 Deep learning-based detection of atherosclerotic plaques in carotid ultra-
sound imaging in the UK Biobank | Murad Omarov

14.15 - 14.30 Genome-wide association study on post-stroke mortality reports association 
with UTS2B/CCDC50 | Aniket Mishra

14.30 - 14.45 Common genetic loci influencing the diameter of the internal carotid artery 
and their effect on risk of cerebral small vessel disease and incident stroke: a 
community based cohort study | Dingding Zhang

14.45 - 15.00 Combinatorial Molecular Heterogeneity in the Human ICH Peripheral Blood 
Transcriptome: Patient-Specific Architecture | Boryana Stamova

15.00 - 15.30 Break

Session 4

15.30 - 15.45 Mendelian Randomization Study of IL6R and Stroke Recurrence | Siyang Liu

15.45 - 16.00 Mendelian Randomization Study on Inflammation and Stroke Recurrence | 
Siyang Liu
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16.00 - 16.15 Proteome wide study to identify plasma proteins associated with multiple 
phenotypes in ischemic stroke. The Previctus study | Laia Llucià-Carol

16.15 - 16.30 A proteome-wide Mendelian randomisation study identifies plasma proteins 
associated with stroke and stroke subtypes | Lazaros Belbasis

17.30 City Tour
Stadtvogel
Meeting point: Sendlinger Tor

19.00 Dinner
Franziskaner,
Residenzstraße 9, Munich, www.zum-franziskaner.de

Friday, April 26th, 2024

09.00 - 09.45 ISGC updates and future | Townhall meeting

Session 1

09.45 - 10.00 GENEVADER STUDY: Genome-Wide Association Study on Delayed Cerebral  
Ischemia in Aneurysmal Subarachnoid Hemorrhage | Joan Jiménez-Balado

10.00 - 10.15 Burden Analysis Reveals Genetic Variants in PKD1 and SMAD2 Associated 
with Intracranial Aneurysm Prevalence | Bibi Wolters

10.15 - 10.30 A new genome-wide association study of intracranial aneurysms: sex differen-
ces and cell-type specific mechanisms | Mark Bakker

10.30 - 10.45 Blood DNA methylation analysis reveals a distinctive epigenetic signature of 
vasospasm in aneurysmal subarachnoid hemorrhage | Isabel Fernández-Pérez
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10.45 - 11.00 DNA methylation signature of aneurysmal subarachnoid hemorrhage |  
Joan Jiménez-Balado

10.45 - 11.30 Break

Session 2

11.30 - 11.40 Large-scale machine learning-based phenotyping reveals spatial genomic 
heterogeneity of White Matter Hyperintensities | Chia-Ling Phuah

11.40 - 11.50 Pharmacogenomic screening platform for stroke-related drugs in acute stroke 
patients | Keon-Joo Lee

11.50 - 12.00 Identification of genetic regulation at the proteomic level in the long-term 
stroke outcome: A Proteome-Wide Association study | Natalia Cullell

12.00 - 12.30 Key Note: Eleftheria Zeggini

12.30 - 14.00 Lunch

Session 3

14.00 - 14.10 Polygenic risk improves clinical prediction of AF after ischemic stroke | Reinier 
Tack

14.10 - 14.20 Association of Family History of Stroke with Early-Onset Cryptogenic Ischemic 
Stroke | Liisa Tomppo

14.20 - 14.30 Monogenic stroke in the Young-age Stroke in Skåne study | Andreea Ilinca

14.30 - 14.40 Upregulation of several miRNAs is associated with higher stroke severity | 
Marta Vallverdú-Prats
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14.40 - 14.50 A GWAS study reveals a locus in ALK gene associated with cognitive status 
after ischemic stroke | Laia Llucià-Carol 

14.50- 15.00 Two mechanisms of HTRA1 action: future plans | Rainer Malik

15.00 - 15.30 Break

Session 4

15.30 - 15.40 Association of Plasma Brain-Derived Tau with Long-term Cognitive Outcome 
After Ischemic Stroke | Tara Stanne

15.40 - 15.50 An integrative polygenic risk score for all-cause dementia shows potential to 
identify those at highest risk across population and clinical settings | Timothy 
Daoust

15.50 - 16.00 Enhancement of Stroke REhabilitation with Levodopa (ESTREL)- PRECISION 
– update of a genetic study nested within a large randomised clinical trial in 
stroke rehabilitation | Stefan Engelter

16.00 - 16.15 Best talk and best poster award

Closing

16.15 - 16.30 Announcement LA

16.30 Closing

19.00 Dinner
Ratskeller,
Marienplatz 8, Munich, www.ratskeller.com
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